
Figure 4: Sequence of Ad5/fibl6 chimeric fiber 

ATG AAGCGCG^ 
CACAACACCCCTTTATAAA^^ 
TCTAACTCTTAAATGTGTTAATCCACTCAC^^ 

AGTCTTACAGTAGATACTATCGATGGGTCTTTGUA^iu^ gaTGATAAACTTTGTT'T 

A^CTAACCACTCCATAGG^^ 
ATCGCTGGGAGATGGGTTGGTAACAAAGGAT^ 
ACAAAAAATGATGTACTATGTGCCAAACTAGGACATG 

CCATAGAAAACAACACCTTGTGGACAGG^ 
AGATTCCCCAGACTGTAAGCTCACTTTAGTTCTAOT^ 
ACATTAATGGGAGCCTCAGAATATACTAACACCTTGTTTAAAA 

ACCTCGCATTTGATAATACTGGCCAAATTATTAC^TA 

TAAAGACAACCAAAACATGGCTACTGGAACCA^^ 
GCCTATCCATTTATAACATACGCCACTGAGAC^ 
ACAAATCTACCAATGGAACTCTCTTTCCACTAAAAGTT 

(SEQ ID NO:32) 
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1 a t gETs|c[gZ3cE]a gS3c gHc t[g]a|a - g a t a)c c t t c a a0c cBg t@taSc cBt Ad5/i6 FibS^ (IeQ ID NO 38) 

SO ATGAAGATGAAAGCAGCTCACAACACCCCTTTATAAACCCTGGTTTCATT Fiber 16 Genbank 
50 ATGAAGATGAAAGCAGCTCACAACACCCCTTTATAAACCCTGGTTTCATT Ad5/16 Fiber ENA 

100 TCCTCAAATGGTTTTGCACAAAGCCCAGATGGAGTTCTAACTCTTAAATG Fiber 16 Genbank 
100 TCCTCAAATGGTTTTGCACAAAGCCCAGATGGAGTTCTAACTCTTAAATG Ad5^6 Mb^SS 

150 TGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACTTAAAGTTGGAA Fiber 16 Genbank 
150 TGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACTTAAAGTTGGAA ^HteS 

™ ^^InIIJ CAGTAGATAC ' TATCGATGGGTCTTTG(S1GGAA « T "AACT Fiber 16 Genbank 
200 GCAGTCTTACAGTAGATACTATCGATGGGTCTTTGGAGGAAAATATAACT Ad5/16 Fibers 

™ nn^ra A ^ CCCACTCA " AAAA " iKCACTCCini!G "»"AATAGG Fiber 16 Genbank 
250 G C C gHa G C G C C A C T C A C T A A A A C T A A C C A C T C C A T A G G T T T A T T A A T A G G Ad5/16 HJte-S« 

300 ATCTGGCTTGCAAACAAAGGATGATAAACTTTGTTTATCGCTGGGAGATG Fiber 16 Genbank 
300 ATCTGGCTTGCAAACAAAGGATGATAAACTTTGTTTATCGCTGGGAGATG Ad5^6 Fiber^ 

to ^H GGTAACAAAGGATGATAUCT " GTTT "CGCTGGGAGATGGGTTA Fiber 16 Genbank 
350 GGTTGGTAACAAAGGATGATAAACTATGTTTATCGCTGGGAGATGGGTTA Ad5/16 Fiberl^A 

^ A ^ AA ^ AAAAAATGATGT ACTATGTGCCAAACTAGGACATGGCCTTGTGTT Fiber 16 Genbank 
400 ATAACAAAAAATGATGTACTATGTGCCAAACTAGGACATGGCCTTGTGTT A^6 FiSrMft 

™ ^^TCTTCCAATGCTATCACCATAGAAAACAACACCTTGTGGACAGGCG Fiber 16 Genbank 
450 TGACTCTTCCAATGCTATCACCATAGAAAACAACACCTTGTGGACAGGCG Ad5/16 FiteS 

505 CAAAACCAAGCGCCAACTGTGTAATTAAAGAGGGAGAAGATTCCCCAGAC Fiber 16 Genbank 
500 CAAAACCAAGCGCCAACTGTGTAATTAAAGAGGGAGAAGATTCCCCAGAcS™ 

550 TGTAAGCTCACTTTAGTTCTAGTGAAGAATGGAGGACTGATAAATGGATA Fiber 16 Genbank 
550 TGTAAGCTCACTTTAGTTCTAGTGAAGAATGGAGGACTGATAAATGGATA J^Ut^^L 

600 CATAACATTAATGGGAGCCTCAGAATATACTAACACCTTGTTTAAAAACA Fiber 16 Genbank 
600 CATAACATTAATGGGAGCCTCAGAATATACTAACACCTTGTTTAAAAACA A5^6 Fib^S 

650 ATCAAGTTACAATCGATGTAAACCTCGCATTTGATAATACTGGCCAAATT Fiber 16 Genbank 
650 ATCAAGTTACAATCGATGTAAACCTCGCATTTGATAATACTGGCCAAATT A^16 Fi^M^ 

™ A ^ACTTACCTATCATCCCTTAAAAGTAACCTGAACTTTAAAGACAACCA Fiber 16 Genbank 
700 ATTACTTACCTATCATCCCTTAAAAGTAACCTGAACTTTAAAGACAACCA MM HbcM 

™ AAA ^ A !°°^ A ^^ GAACCATAACCAGTGCCAAAGGCTTCATGCCCAG CA Fiber 16 Genbank 
750 AAACATGGCTACTGGAACCATAACCAGTGCCAAAGGCTTCATGCCCAGCA Ad5/16 Fiber ENA 

m r rirrrr rZ^Znn»Z T ' r *' r hhCAThCGC C * CTGAGACCC G ** G * T Fiber 16 Genbank 

800 CCACCGCCTATCCATTTATAACATACGCCACTGAGACCCTAAATGAAGAT Ad5/16 Fiber ENA 

I A n A in ATGGAGAGTGTTACTACAAATCTACCAATGGil " G TCTTTCC Filer 16 Genbank 
850 TACATTTATGGAGAGTGTTACTACAAATCTACCAATGGAACTCTCTTTCC Ad5/16 FibeT^A 

m A ^ AAAA on A ^ GTCACACTAAACAGACGTATGT TAGCTTCTGGAATGG Fiber 16 Genbank 
900 ACTAAAAGTTACTGTCACACTAAACAGACGTATGTTAGCTTCTGGAATGG A35/16 Fiber ENA 

^^^ATGAATTTTTCATGGTCTCTAAATGCAGAGGAAGCCCCGGAA Fiber 16 Genbank 
950 CCTATGCTATGAATTTTTCATGGTCTCTAAATGCAGAGGAAGCCCCGGAA Ad5/16 Fiber^ 

™ i SI A ^ GAAGTCACICTCA " AC " CC(:cc "CTmrTTCTTATATCAG Fiber 16 Genbank 
1000 ACTACCGAAGTCACTCTCATTACCTCCCCCTTCTTTTTTTCTTATATCAG Ari^6 Fiber^R 

1050 AGAAGATGACTGA 

1050 AGAAGATGACTGAATGCATTAGTTTGTGTTATGTTTCAACGTGTTTATTT Ad5A6 Fiber^ 
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Decoration 'Decoration #1' : Box residues that differ from Fiber 16 Genbank. 



Fiber 16 Genbank 
AdS/16 Fiber ENA 
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Wednesday, March 31, 1999 16:19 ^^^^ y 

1 MA K R A R L SsRs FNPVYPYEDESSSQHPFIN genbank Fiber 16 (SEQ IDNO:35) 
1 MUX R A Rip) s|e D T|F NPVYPYEDESSSQHPFIN chimeric Ad5/FijDl6 (SEQIDNO:34) 

30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG genbank Fiber 16 
30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG chimeric Ad5/Fibl6 

60 PLQLKVGS SLTVDTIDGSLEENITAAAPLT genbank Fiber 16 
60 PLQLKVGS SLTVDTIDGSLEENITAAAPLT chimeric Ad5/Fibl6 

% 90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV genbank FiJoer 16 
90 KTNHSIGLLIGSGLQTKDDKLCLS l[e]d G L V chimeric Ad5/Fibl6 

*120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV genbank Fiber 16 
120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV chimeric Ad5/Fibl6 

150 F D SSNAITIENNTLWTGAKPSANCVIKEGE genbank Fi±)er 16 
150 FDSSNAITIENNTLWTGAKPSA N C V I K E G E chimeric Ad5/Fibl6 

180 D S P D C K L T LVLVKNGGL INGYITLMGAS EY genbank Fi±xsr 16 
180 DSPDCKLTLVLVKNGGL INGYITLMGAS EY chimeric Ad5/FiM_6 

210 TNTLFKNNQVTIDVNLAFDNTGQIITYLSS genbank Fiber 16 
210 TNTLFKNNQVTIDVNLAFDNTGQIITYLSS chimeric Ad5/Fibl6 

240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA genbank Fiber 16 
240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA chimeric Ad5/Fibl6 

270 YPFITYATETLNEDYIYGECYYKSTNGTLF genbank Fiber 16 
270 YPFITYATETLNEDYIYGECYYKSTNGTLF chimeric Ad5/Fibl6 

300 P LKVTVTLNRRMLA S GMAYAMNFSWSLNAE genbank Fiber 16 
300 P LKVTVTLNRRMLA S GMAYAMNFSWSLNAE chimeric Ad5/Fibl6 

330 EAPETTEVTLITSPFFFSYIREDD genbank Fiber 16 

330 EAPETTEVTLITSPFFFSYIREDD chimeric Ad5/Fibl6 

Decoration 'Decoration #1' : Box residues that differ from genbank Fiber 16 . 



